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Your Clinical Companion
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[ cancerscANzl 71 g4 wiste] Zatulm |

T o o omdocoton |

Gold standard cobas (EGFR/KRAS) IHC/FISH IHC/FISH
Validated samples 231 T4
100.0% 100.0% 82.1% 88.7%
Sensitivity (90.2-100.0) (791-100.0) (69.2-90.7) (78.5-94.7)
(95%Cl)
45/45 19/19 46/56 63/71
- 991% 100.0% 100.0% 100.0%
Specificity (94.5-100.0) (94.0-100.0) (97.3-100.0) (31.0-100.0)
(95%ClI)
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97.8% 100.0% 100.0% 100.0%
PPV (87.3-999) (791-100.0) (90.4-100.0) (92.8-100.0)
(95%Cl)
45/46 19/19 4L6/4L6 63/63
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Product No. of reactions
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LiquidSCAN Hybridization/Binding/Wash buffer 96

Hybridization kit
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Blocker
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LiquidSCAN Compact Pan-cancer 44

LiquidSCAN IO+ Pan-cancer 243

LiquidSCAN Prostate Prostate 59

LiquidSCAN Lymphoma Lymphoma 54

LiquidSCAN RCC Renal cell carcinoma 51

LiquidSCAN Follicular Lymphoma Lymphoma 58
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